Array .
Track Tutorial 11:

Basic scripting for querying
(raw and normalized )
data and table

r



Querying Data

ArrayTrack provides a way to select a group
of data easily. Users can take advantage of
this convenience to select a bunch of data
for further data analysis.



Query data from the database tree

¢ B ANONYMOUS

o [ Affy_Rat_MATE =t .
) P W AMORYMOUS
o [ Gene Lis BelElinnaT ¢ O Afly_Rat_MASS_only
9 H 0o_T12| Rename o [ Gene Lists
? @ M.‘E’.EE GE“E LiStS F Dm] ? n DO_T12_B_aD0_T12_B[Biotin]
ﬂl y o BB MASS{D0_T12_E_a}[file: Temp35270.bd]
Select datasets k|, Select raw datasets... / [ MeanmMedian Scaling, ifs=M te=1000.0,5=Median,sh=" {D0_T12_E_a}
¥ H DO_T2, Show experiment design /SEIE ormalized datz 7| M8 D0_T12_8_b D0_T12_Efiotin
¢ B mass P 4 N o EH MASSID0_T12_E_h}[file: Temp35272 4]
[ﬁ' M Show dye-flip pairs Select any datasets... [ MeanMedian Scaling, ifs=M te=1000.0,5=Median,sb=Y {D0_T12_E_h}

8 Do_T12_c_a DO_T12_C[Bintin]
¢ BB MAS5{D0_T12_C_al [file: Temp21347 5]
< [ Meantedian Scaling, fs=n,be=1000.0,5=Median, sh=Y {D0_T12_C_a)

O

H DO_T12_C_b DO_T12_C[Biotin]
¢ BB MASA{D0_T12_C_h [file: Temp21349 &)
[f_l_l MeanMedian Scaling, ifs=M,t=1000.0 s=Median sh="{D0_T12_C_h}
H DO0_T12_D_a 00O_T12_D[Biotin]
o B MASAIDO_T12_D_a} [file: Temp21 255 td)
- Select dataset descriptions containing: - [ MeanMedian Scaling, fs=N t=1000.0,3=Madian,sb= {D0_T12_D_a}
DO_T12_D_b DO_T12_D[Biotin]
||:"Tl1 | \@m%{m T12 Db} [file: Temp21 357 td]|
[ MeanMedian Scaling, ifs=M =1000.0 s=Median sh=y{D0_T12_D_h}
DK N Cancel ? H D2_T12_B_aD2_T12_B[Biotin]
o BB MASAIDZ_T12_B_al[file: Temp212343 b
m_l MeanMedian Scaling, ifs=rM t=1000.0 s=Median,sh=Y{0D2 T12_EB_a}
e n D2_T12_B_h D2_T12_B[Riotin]
o B MASAIDZ_T12_B_hi[file: Temp2 1344 ]
m—| Mean/hedian Scaling, ifs=M,tw=1000.0 s=hedian sh=%"{02_T12_B_b}

Only data containing “D0” will be selected | ¢ B 2xn2C s0uTiz clioin

o B MASS{DZ_T12_C_al[file: Temp21351 4]
M Meanitdadian Sralinn ifa=hl =1 000 0 e=tiadian sh=Y M7 T17 7 al
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Query data In tables

Various criteria for filtering data

Datasets for array type &ffy_RT-U34 |
Edit View Input/Output Spots
@ | Create Gene List with Selelections ‘
7 |[CONTROL_TYPE [GENEBAMKACC @NENAME GEMN_DESCR_MFR GEMN_ID_MFR LO
SF Filter= - B
1 ® Contains AAT0R27T ESTOO20 rat lambda ZARI library (C.P.Hamel) Rattus namegic 28108277 _at 28 1=
2 O Doesn't Contain [% AAT08308 ESTO0S1 rat lambda ZAPI library (C.P.Hamel) Rattus norvegicAAT08308_i_at 31
3 O In List AAT0R308 ESTO0AT rat lambda ZARI library (. P Hamell Rattus naregic AA108308_5_at
4 O Like AAERA53T ESTI104685 Rat PC-12 cells, untreated Rattus sp. cOMA clone | AAB34537_at 24
5 SR AAERA929 ESTI06T93 Rat PC-12 cells, untreated Rattus sp. cDRMNA clone |AARS4920 1 at
= AAERA960 ESTI09866 Rat PC-12 cells, untreated Rattus sp. cDMA clone | AAB34960_f_at
7 2kl AAB4963 EST105871 Rat PC-12 cells, untreated Rattus sp. cDNA clone [44684963_at 29
3 © Is Not Null AABSS112 EST106280 Rat PC-12 cells, untreated Ratius sp. cONA clone [AARE5112_at 29
2 0= AAERS1452 ESTI06386 Rat PC-12 cells, untreated Rattus sp. cDMA 9 end [AAB35152_r at 24
10 O = AARRAIATE ESTI07010 Rat PC-12 cells, untreated Rattus sp. cDRMNA clone |AARBAITE_T at
11 o= AABEABTE EST108473 Rat PC-12 cells, NGF-treated (9 days) Rattus sp. ¢ AAGB5876E_at 30
12 O w= AARBAA03 EST108576 Rat PC-12 cells, NGF-treated (9 days) Rattus sp. ¢/ AABB5903_at 36
13 O AMBBRO031 ESTI109008 Rat PC-12 cells, NGF-treated (9 days) Rattus sp. ¢/ AAGBE031_at 30
14 O o= AMEBESTY EST110738 Rat PC-12 cells, NGF-treated (9 days) Rattus sp. c| AABBESTY_at 30
15 AABBRBT0 EST111576 Rat PC-12 cells, NGF-treated (9 days) Rattus sp. c|AABBEET0_f at
18 Seess serslifng AMGSEET0 EST111576 Rat PC-12 cells, NGF-treated (9 days) Rattus sp. c|AAGEES70_i_at
17 Insert reference to another field K AATYH3I36 EST188833 Rattus norvegicus cDMA, 5'end Jclone=RHEAA3E | AATID3I36E_at 29
15 AfE19843 AAE19943 EST49a-1 Rat Brain, Stratagene {cat#826501) Rattus noregic|An819943_at
19 Afpaani Top AAR48218 EST190978 Mormalized rat heart, Bento Soares Rattus sp. cDMARS43213_at g4
20 AARARZER AAR4R268 EST191028 Marmalized rat heart, Bento Soares Rattus sp. cDMARB48268_at an
21 AfRaRAN ng_predicted AA242421 EST191181 Mormalized rat kidney, Bento Soares Rattus sp. cO{A88434271_at a0
22 ArBARAAE MGCT2a92 AARAB546 EST191 306 Marmalized rat kidney, Bento Soares Rattus sp. cD|AAB48546_at 44
=) AMR4BAED Hspala fifHzpath AAR48563 EST191323 Rattus nomvegicus cOMA, &' end felone=RLUACOS |AAB48563_ 5 at
24 ARBSY034 LOC499716 AMB59934 UI-R-E0-cg-d-04-0-Ul.s1 U-R-ED Rattus norvegicus cDMNA clon|AA859934 _at 44
25 AMRTAAOY Mdim2_predicted AfATaA09 UI-R-EO-ct-c-08-0-U1.s1 U-R-E0 Rattus narvedicus cOMNA clong AABTA509_at kXl
26 AAHIITEN lgsfda_predicted AAH33181 ESTPIM-2MF Rat Brain, Stratagene (cat#936501) Rattus nome( 48933131 _at 36] |

Ul
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Click fresh button

Sort the table

Click the column title to sort
ascending.& or descending

[

) Datasets for array type Affy RT-U34 = W} E
el View InputiOutput  Spots L
| Create Gene List with Selelections
[CONTROL_TYPE| GENEBANKACT GEMEMAME GEM_DESCR_MFR N « GEM_ID_MFR. _WoCUSID

SF Filter-> — % =
1 AMI0BITT Hsphi ASI082TT EETO020 rat lambda ZAPI library (C A 08277 _at 288444 |1
2 AAT08308 MdmZ2_predicted AAT0E308 ESTO0ST rat lambda ZAFI library (G HAA1 08308 _i_at 314856

3 AAT0B308 ANT0B308 EETO0AT rat lambda ZARI library (& HAA108308_s_at

< ARBRASIT Mdufha_predicted AAGBA53T EET1 04685 Rat PC-13 cells, untreate| AABB4537_at 294964

5 AABBAG2Y AAERA9ZY ESTI105753 Rat PC-12 cells, untreate[AABE4820_f at

5 AABBA9R0 AMRBA9F0 EST1 05866 Rat PC-12 cells, untreate(AABE4860_1_at

7 ARBRAG63 FkhpZ_predicted AAGRA963 EET105871 Rat PC-13 cells, untreate| AABB 40963 _at 293702

2 AABBATTZ Mdufs8_predicted AMERS112 EETI106280 Rat PC-12 cells, untreate| AABE5112_at 2493652

2 AABRATAZ Medds AMRBS152 EET106386 Rat PC-12 cells, untreate AAGB5152_r_at 254490

0 ARBRAITE AAGRS3TE EETI07010 Rat PC-12 cells, untreate[ ARBBA3TE_f_at

11 AABBAETE Cyhar] AMGRSETE ESTI108473 Rat PC-12 cells, MGF-tre{AABESETE_at 304805

1z AABRAA03 Tral_predicted AMGBSA03 EETI108476 Rat PC-12 cells, MGF-tre{ AABE5303_at 3RZ8R2

13 ARBRED Mdufs1 AAGRED31 ESTI08008 Rat PC-13 cells, MGF-tre AABBE031_at 3014458

14 AABBESTY Surmofl AMGRESTY EST110738 Rat PC-12 cells, MGF-tre{AABEESTE_at 301442

15 AABBRETO AMGBEETO EET111476 Rat PC-12 cells, NGF-tre{ AABBREETO_f_at

16 ARBREETO AAGRESTO ESTI11476 Rat PC-12 cells, MGF-tre{ARBBEETO_i_at

17 AATA9336 Mdufahl_predicted AATHE336 EST188833 Rattus norvegicus cOMA, [AATI9336_at 2934453

15 AAB1H943 AAB19943 EET449a-1 Rat Brain, Stratagene (catdAAB19943_at

14 ARB4E218 Topl AAB48218 EET190978 Marmalized rat heart, Ber|AA843218_at g4540

20 AAB4B26E Dhajad AAS48268 EST191028 Marmalized rat heart, Ber|AAB43268_at 300721

21 AhB4E421 Ing A348421 EET191181 MNormalized rat kidney, BeAAB43421_at 304577

22 ARB4E54E MGCT2992 AAB48546 EST1 91306 Marmalized rat kidney, BEAAB43546_at 494345

23 AARARARAT Hspatla i Hspalh_mapped [AA848563 EST191323 Rattus norvedicus cOMA, | AAB4E563_5_at

24 ARBAH0934 LOC498716 AA355934 UI-R-ED-cg-d-04-0-Ul.s1 UI-R-E0 Ratl AAB590334_at 499716

25 AABTAE0Y MdmZ2_predicted AAETH509 UI-R-ED-ct-c-08-0-U1s1 UI-R-EQ Rath/AA875509_at 314856

26 AAEII1E1 Igsfda AR833181 ESTPIM-2MF Rat Brain, Stratagene (c{AA833181_at 3R30458

27 AREAE43T RGD1559939_predicted AAE5E437 UI-R-E1-f-h-02-0-Ul.s1 UI-R-E1 Rattu AAS56437_at 500006 |1 |




